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The thirtieth volume of this well established series 
covers six diverse methods of biochemical analysis. 
The first two chapters have a common theme being 
examples of the application of lasers in 
biochemistry. Chapter 1 (by M. Gutman) is con- 
cerned with the use of modern laser methods to 
probe into the details of proton movement in 
macromolecular solutions. Rates of proton 
dissociation can be observed through time-resolved 
fluorescence measurements for events with 
lifetimes in the range 100 ps to 20 ns. A large pro- 
portion of the work described in this comprehen- 
sive chapter concerns proton dissociation in small 
molecule model systems. The heterogeneous ur- 
faces of proteins are too complex for an exact 
analysis which has led to studies on model systems 
such as indicator dyes adsorbed on micellar sur- 
faces. Chapter 2 (by S.S. Chan and R.H. Austin) 
deals with laser photolysis; the emphasis here is on 
the wide range of experiments that can be done 
with pulsed lasers. Applications to haem proteins 
with photolabile ligands, triplet probes on proteins 
and DNA, and photochemically active proteins are 
discussed. Both Chapters 1 and 2 are authoritative 
accounts of the application of sophisticated 
physics to study the kinetic behaviour of biological 
molecules, but are strictly for the devotee. Unfor- 
tunately, the average biochemist is probably 
unlikely to be sufficiently inspired by the present, 
rather restricted applications of these techniques to 
wish to set up their own systems. 
The technique of electrophoresis in one form or 
another is familiar territory and Chapter 3 (by A. 
Tulp) reviews the technique of density gradient 
electrophoresis of mammalian cells, which the 
author advocates as a more economical alternative 
to free-flow electrophoresis. For those wishing to 
develop electrophoretic systems for cell separation 
and cell distribution analysis this chapter will be 
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most informative, it contains theory, detailed 
descriptions of the types of columns that have been 
used, detector systems, experimental conditions 
and applications to a range of cell types. The final 
section deals with isoelectric focusing of cells in 
density gradients. 
Wetterau and Zilversmit (Chapter 4) review the 
methods of assaying for lipid transfer activity in a 
variety of situations including, for example, 
transfer between binary combinations of particles 
chosen from mitochondria, microsomes, erythro- 
cytes, vesicles, etc. The assay techniques generally 
involve separation of lipid donor and acceptor par- 
ticles but alternative procedures which avoid the 
separation step are now being used. These include 
the application of spin-labelled lipids (ESR), 
fluorescent labels, NMR shifts induced by para- 
magnetic ions, and changes in thermotropic phase 
transition temperatures. The chapter is concisely 
written, includes experimental details and is also a 
useful review of how lipid exchange proteins might 
be exploited in a general way. 
The accurate measurement of oxygen consump- 
tion in biological oxidative processes goes back to 
Warburg and while monometric methods still re- 
main the most accurate they are too slow to follow 
rapid changes in oxygen levels. Numerous alter- 
native techniques have been developed but surpris- 
ingly the use of haemoglobin as a ‘reagent’ for ox- 
ygen determination has only been exploited since 
1967. Barzu (Chapter 5) gives us a detailed account 
of the use of oxyhaemoglobin to monitor oxygen 
consumption. The main advantages of the ox- 
yhaemoglobin method over alternative techniques 
is its high sensitivity in the volume range 0.2-l ml, 
fast response and ease of measurement (little more 
than a recording spectrophotometer is required). 
The applications discussed include activity 
measurements on cytochrome oxidase, phenylala- 
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nine hydroxylase and NADH-linked dehydro- 
genases, as well as estimation of oxygen consump- 
tion in whole-tissue homogenates, isolated cells 
and mitochondria. 
The final chapter (by R.L. Berger, T.R. Clem, 
V.A. Harden and B.W. Mangum) could, as far as 
most of the text is concerned, have been written for 
a review journal of physics or physical chemistry. 
It concerns the precise measurement of tempe- 
rature which is after all a universal intrinsic 
parameter. As a chapter on temperature measure- 
ment it is excellent and it contains a fascinating 
history of thermometry starting with Peking man 
and fire. A large range of modern temperature 
measuring devices are described as well as calori- 
meters. It is perhaps in this latter context that the 
authors could have mentioned some of the many 
biochemical applications of microcalorimetry to 
justify the title more. 
The volume as a whole is up to the standard we 
have come to expect from this series and is essen- 
tial material for any well-found science library. 
Another feature of this particular volume is that it 
contains both the cumulative author and subject 
index for volumes l-30. 
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Information technology and nucleic acid 
biochemistry must be counted among the most ex- 
citing areas of current scientific activity. This book 
represents an astonishing feat, for it combines 
these two fascinating disciplines to form a hybrid 
which is frequently boring and occasionally 
downright bad. The two volumes are a collection 
of 79 short papers which were originally published 
in Nucleic Acid Research 12 (1) in January 1984. It 
is far from clear why the editors should wish to in- 
flict many of them on a wider audience when a 
good half of the papers should never have been ac- 
cepted in the first instance. The trivial re-coding of 
existing well-known algorithms for different types 
of computer is not an excuse for a single additional 
paper, still less for a substantial part of a new 
book. 
Many of the contributions are far too short for 
the authors to attempt any kind of worthwhile 
discussion. At worst they consist of absurdly ab- 
breviated users’ manuals with a blow-by-blow ac- 
count of minor terminal transactions, Many 
algorithms are inadequately described: mathe- 
matical formulae are no substitute for well-written 
prose in a book which is presumably aimed at a 
non-specialist readership and in many cases the 
mathematical notation serves only to make ob- 
scure an inherently simple process which can be 
readily described in words. The majority of the 
papers are overmuch concerned with computer 
methodology to the exclusion of biologically in- 
teresting results. Comparisons between methods 
rarely extend beyond an unsubstantiated assertion 
that the author’s particular technique is superior. 
What is it about computers that induces otherwise 
likeable scientists to trumpet so loudly about the 
most ordinary of accomplishments? 
Fortunately there are a number of contributions 
which provide a welcome relief from an otherwise 
dreary diet. There are several useful papers on 
RNA folding, restriction mapping, sequence com- 
parisons and algorithms for identifying protein 
coding sequences. There are no reports on the 
computer control of analytical or synthetic equip- 
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